While fractionating denatured DNA molecules from eukaryotic cells through hydroxyapatite (HA) column \ it was seen that the elution profiles of DNA, denatured in absence and in presence of formaldehyde (hereafter called sample A and sample B respectively), were different under identical condi tions of fractionation ( Fig. 1 c and d ) . Elution profiles of sample A in presence and in absence of formalde hyde in the eluting buffer were also different ( Fig. 1 c  and b) . In either case, when formaldehyde was pre- sent, greater quantity of denatured molecules ap peared at a lower molarity of the eluting buffer. How ever, it is well known that the conformations of DNA in the two samples are different1. Except for a few native or native-like (double-stranded molecules with disordered regions) molecules, the bulk of the mole cules in sample A were randomly coiled single poly nucleotide strands as against extended single strands of sample B. In this communication, it is further shown that random coils of sample A are also extended when they are stored in presence of formaldehyde at room temperature. These changes in conformation satisfacto rily explain the above differences in elution profiles.
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From the osmotically hemolysed erythrocytes of an amphibian, toad (Bufo melanostictus), DNA was iso lated as described earlieri. The preparation of HA column material and the chromatography on that column were done by the step-wise elution technique as described by B e r n a r d i 2. Heat-denatured and rapidly cooled DNA (sample A) consisted mainly of randomly-coiled single strands except for about 5% native or native-like molecules (Fig. 2 *) . However, the random coils were double stranded over most of the regions by intrastrand fold ing and sparsely showed single-stranded regions. These structures eluted through HA without any detectable change in conformation in absence of formaldehyde 1. But when the eluting buffer contained formaldehyde, the random coils were found to be very much uncoiled (Fig. 3) . The native or native-like molecules, however, remained intact. In order to check, whether this change in conformation was due to the adsorption-desorption process itself or formaldehyde alone, the sample A was incubated in presence of formaldehyde (Fig. 6) . The cubated sample when micrographed after about 4 hrs., the time for which the DNA sample of Fig. 3 posed to formaldehyde during and after the chromato graphy experiment before electron microscopy, un coiling was noticed once again (Fig. 4) . Conformational and spectral characteristics of the sample now became identical to those of sample B (Fig. 5) . In this case also, the native or native-like molecules were un affected.
FRACTION N U M B ER
As far as is known, the only property of the poly nucleotide strands concerned with HA chromatography is their linear charge density2, the single strands by virture of their lower linear charge density separate at a lower molarity of the eluting buffer than the double-stranded native DNA. On this basis as also from the evidence reported above, the discrepancies in the elution profiles can now be explained: (i) Since sample A is mostly in double-stranded form by intra strand folding (Fig. 2) they should elute at a higher molarity than the extended single strands of sample B (Fig. 5) and that is what has been found by experi ment. (ii) The hyperchromism of sample A when re acted with formaldehyde after cooling (Fig. 6) was observed previously 3. It is further seen that even during (Fig. 4) . Since the single-stranded regions of the random coils now pre dominate over the double-stranded one, shift of the elution profile, in presence of formaldehyde, towards lower molarity is but expected.
The extension of the random coils in presence of formaldehyde at room temperature can be explained as follows. It is well known that formaldehyde reaction is only possible with free amino groups of polynucleo tides and as such no reaction is expected with the nucleotide pairs of native DNA or the intrastrand pairs of denatured DNA (random coils). In other words, rupture of inter-or intrastrand H-bonds is a prerequisite for formaldehyde reaction. Hydrogen ex change studies, however, have suggested that even at low temperatures (well below melting region), the strands of DNA frequently open and rejoin4. The opening of the strands can thus set free the amino groups for formaldehyde reaction which, if it takes place, will prevent rejoining. With sufficient incuba tion, this process would lead to complete extension of the random coils as has been observed in the present experiments.
The following conclusions can be made, (i) The secondary structure of heat-denatured DNA is not altered by the adsorption-desorption process, (ii) Hy-4 M . P . P r i n t z a n d P . perchromism of formaldehyde reacted sample (Fig. 6) steadily rises up to about 2 hrs. and continues slowly thereafter. The time required in step-wise elution is also about 2 hrs. and, as such, enough change in the secondary structure of the single strands is possible even during fractionation. The shape of the elution profile, in presence of formaldehyde, is thus not only dependent upon the time that elapses during fractiona tion but also on the interval after which the absorbance measurements are done, (iii) Since the native or native-like molecules practically remain unaffected during the time the random coils are completely ex tended, it appears that the intrastrand binding of the random coils is not as strong as that existing between the twin strands of native molecules, (iv) The concept of frequent opening and closing of nucleotide pairs even under conditions of maximal stability is indirectly supported from the present study. A general picture of the patterns of RNA synthesis during development has emerged in the last few years especially for sea-urchin 2 and Xenopus 3. D e n i s sums up the findings of B r o w n and his colleagues on Xeno pus RNA with the help of a number of graphs so that transcription of different RNA fractions during deve lopmental stages can be well visualised.
Such a study has now been carried out on Limnaea with the help of ion-agar electrophoresis. In the present note the transcriptoin pattern of 4 S RNA is being reported. Fertilized eggs before first cleavage, early and late morula, trochophores and veligers were in vestigated.
Following an earlier method4, Limnaea eggs or embryos were kept in 32P (phosphoric acid) solution in Tris buffer such that final pH was about 7.2. Normal development in this medium was checked at first. 25 -100 /uC of radioactivity was used. RNA was extracted with the hot phenol method 4 and the radio- 
